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INTRODUCTION

Based on the guidelines of the International Scientific Association for Probiotics and Prebiotics, fermented food-related microbes can be defined as “active” strains since they have some probiotics characteristics exerting beneficial effects on
the host (Hill et al., 2014). To provide health benefits, foodborne microbes must reach the gut as viable cells, survive there, persist in the gut and interact with the intestinal epithelium to be effective (David et al., 2014). Lactobacillus
plantarum has been deeply investigated due to their technological properties as well as probiotic characteristics: they are non-pathogenic, classified as GRAS, suitable for industrial process, acid tolerant and with antimicrobial features.
Moreover, it has recently been clarified that food-associated microbes share genetic and physiological traits with probiotic strains (Marco et al., 2017).
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In this perspective, a set of in vitro tests have been adopted to select potential probiotic microbes among 22 food-associated Lb. plantarum strains (Table 1) belonging to UNITE collection. This first approach allowed us a rapid and simple
characterization of different strains simultaneously based on the current definition of probiotics: 1) ability to adhere to intestinal epithelium, 2) ability to hydrolyse bile salts by expressing bsh genes, 3) modulation of the host immune system
and 4) ability to exert anti-genotoxic properties.

Table 1. Food-borne L. plantarum strains belonging to the UNITE collection
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Adhesion to mucus has been performed quantifying adhered bacteria to pig
mucin type lll by plating serial dilutions on MRS plates (Tallon et al., 2007).

BSH gene
expression

It has been demonstrated that food-borne Lb. plantarum strains could improve
the food safety and quality by displaying antigenotoxic properties, degrading
or modifying toxic components (Prete et al., 2017).
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v'Lb. plantarum strains were able to adhere NCM460 cells and mucin, exert

~ RESEARCH QUESTIONS

v Could food-borne strains display the same properties than

probiotics? immunomodulatory properties and express bsh genes.

v'Are all probiotic features displayed at the same level among food- vIntrinsic variability among the strains highlights the strain-dependent feature

borne Lb. plantarum strains? of all the activities evaluated.

v'Further In vivo studies will be carried out in order to confirm the probiotic
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\\ features of the selected food-related Lb. plantarum strains.
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